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Design and Implementation of Carbohydrate Web-Tools

VISUALISATION TOOLS >

Research into the structural properties of carbohydrates
(glycans) is vital for the development of vaccines. Such
research relies on the use of software tools in order to
visualise and understand the 2D and 3D structure of
molecules. UCT's Glycarbo is a tool built for this
purpose and this part of the project demonstrates the
iInspection, editing and user- testing of Glycarbo. The M.
focus of the project the user experience and
maintainability of Glycabo's 2D builder.
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MICROBIAL CARBOHYDRATES

For the database stage of this project, we focused 3D VISUALISATION Q 3 ’x ,x g
on populating the database with Klebsiella pneumoniae AND INFOCARD

and Escherichia coli data. These two bacterium cause The infocard section of Glycan3DB is critical. It houses
NENVAEEEESER-T o Re TR o Slele ]l [ale Mpplol(=ReNplil o] (o] IR EI ST M the Nuclear Magentic Resonance data along with the 3D
Developing a store of their carbohydrate structures is vital visualisation. There Is one page for each of the 83 antigens
In helping the development of carbohydrate based housed In the database. It also hosts a larger image of the
vaccines. 2D SNFG symbol representation, along with all other data
related to the antigen that was not able to fit in the home
@ page of Glycan3DB. The .pdb 3D coordinate file for each

antigen is downloadable. This page is seen as the detall on
demand page for the database, and is crucial for full
understanding of the carbohydrate, where the main page Is
crucial for getting an overview of the carbohydrate's physical
structure.

The 3D
visualisation was
iImplemented
using JSmol, a 3D
molecule viewing
package for
JavaScript.

K10

3D Visualisation, Nuclear Magnetic Resonance and References
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